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3 <110> APPLICANT: Cashman, John R. 

4 Lomri , Noureddine 

6 <120> TITLE OF INVENTION: DNA SEQUENCE ENCODING FLAVIN-CONTAINING MONOOXYGENASE 
8 <130> FILE REFERENCE: 16663-1-2 

10 <140> CURRENT APPLICATION NUMBER: 09/583,310 

11 <141> CURRENT FILING DATE: 2000-05-30 

13 <150> PRIOR APPLICATION NUMBER: 08/617,671 

14 <151> PRIOR FILING DATE: 1996-03-27 

16 <150> PRIOR APPLICATION NUMBER: 08/023,843 

17 <151> PRIOR FILING DATE: 1993-02-26 
19 <160> NUMBER OF SEQ ID NOS : 18 
21 <170> SOFTWARE: Patentin Ver. 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 32 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Artificial Sequence 

28 <220> FEATURE: 

29 <223> OTHER INFORMATION: Description of Artificial Sequence: cDNA probe 

30 complementary to pig liver FMO 

32 <400> SEQUENCE: 1 

33 ctcatcaagg ggaaagcaaa ggtgtatcca gt 32 

36 <210> SEQ ID NO: 2 

37 <211> LENGTH: 39 

38 <212> TYPE: DNA 

39 <213> ORGANISM: Artificial Sequence 

41 <220> FEATURE: 

42 <223> OTHER INFORMATION: Description of Artificial Sequence: cDNA probe 

43 complementary to pig liver FMO 

45 <400> SEQUENCE: 2 

46 gaatgttcgg tcccactggg tcatgatgat agcattcct 39 

49 <210> SEQ ID NO: 3 

50 <211> LENGTH: 27 

51 <212> TYPE: DNA 

52 <213> ORGANISM: Artificial Sequence 

54 <220> FEATURE: 

55 <223> OTHER INFORMATION: Description of Artificial Sequence: Afllll site of 

56 5' HLFMO-3 cDNA 

58 <400> SEQUENCE: 3 

59 ggtaccacat gtccatgggg aagaaag 27 

62 <210> SEQ ID NO: 4 

63 <211> LENGTH: 28 

64 <212> TYPE: DNA 

65 <213> ORGANISM: Artificial Sequence 

67 <220> FEATURE: 

68 <223> OTHER INFORMATION: Description of Artificial Sequence: Sal I site & 

69 13 NT seq complementary to 3' end HLFMO-3 cDNA 
71 <400> SEQUENCE: 4 
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72 gaegtcgacg gateettagg teaacaea 28 

75 <210> SEQ ID NO: 5 

76 <211> LENGTH: 1599 

77 <212> TYPE: DNA 

78 <213> ORGANISM: Homo sapiens 

80 <220> FEATURE: 

81 <221> NAME/KEY: CDS 

82 <222> LOCATION: (1)..(1599) 

84 <400> SEQUENCE: 5 

85 atg ggg aag aaa gtg gee ate att gga get ggt gtg agt gge ttg gee 48 

86 Met Gly Lys Lys Val Ala He He Gly Ala Gly Val Ser Gly Leu Ala 

87 1 5 10 15 

89 tec ate 

90 Ser He 
91 

93 aag age 

94 Lys Ser 
95 

97 gag gge 

98 Glu Gly 

99 50 

101 gag atg atg tgt tte eea gae ttc cea ttt eee gat gae tte eee aac 240 

102 Glu Met Met Cys Phe Pro Asp Phe Pro Phe Pro Asp Asp Phe Pro Asn 

103 65 70 75 80 

105 ttt atg eae aae age aag ate eag gaa tat ate att gea ttt gee aaa 288 

106 Phe Met His Asn Ser Lys He Gin Glu Tyr He He Ala Phe Ala Lys 

107 85 -90 95 

109 gaa aag aae ete etg aag tac ata eaa ttt aag aea ttt gta tee agt 336 

110 Glu Lys Asn Leu Leu Lys Tyr He Gin Phe Lys Thr Phe Val Ser Ser 

111 100 105 110 

113 gta aat aaa eat eet gat ttt gea act act ggc eag tgg gat gtt ace 3 84 

114 Val Asn Lys His Pro Asp Phe Ala Thr Thr Gly Gin Trp Asp Val Thr 

115 115 120 125 

117 act gaa agg gat ggt aaa aaa gaa teg get gte ttt gat get gta atg 432 

118 Thr Glu Arg Asp Gly Lys Lys Glu Ser Ala Val Phe Asp Ala Val Met 

119 130 135 140 

121 gtt tgt tee gga eat eat gtg tat eee aae eta eea aaa aag tec ttt 480 

122 Val Cys Ser Gly His His Val Tyr Pro Asn Leu Pro Lys Lys Ser Phe 

123 145 150 155 160 

125 cea gga eta aae eae ttt aaa gge aaa tge tte eae age agg gac tat 528 

126 Pro Gly Leu Asn His Phe Lys Gly Lys Cys Phe His Ser Arg Asp Tyr 

127 165 170 175 

129 aaa gaa cea ggt gta ttc aat gga aag cgt gte etg gtg gtt ggc ctg 576 

130 Lys Glu Pro Gly Val Phe Asn Gly Lys Arg Val Leu Val Val Gly Leu 

131 180 185 190 

133 ggg aat teg gge tgt gat att gee aca gaa etc age ege aea gea gaa 624 

134 Gly Asn Ser Gly Cys Asp He Ala Thr Glu Leu Ser Arg Thr Ala Glu 

135 195 200 205 

137 eag gte atg ate agt tee aga agt gge tee tgg gtg atg age egg gte 672 
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222 <210> SEQ ID NO : 6 

223 <211> LENGTH: 532 

224 <212> TYPE: PRT 

225 <213> ORGANISM: Homo sapiens 
227 <400> SEQUENCE: 6 
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<213> ORGANISM: 


Homo sapiens 
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<221> NAME/KEY: 


CDS 
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